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Supporting Resources

•Analyses that can be useful for shared task participants.
•Six participating groups cited usage in 2011.
•Shared effort between organisers and external groups.
•Follows the tradition of the 2009 and 2011 shared tasks.

1.Organisers issued an open call.
2. External groups submitted proposals.
3. Text-only annotation sub-sets made publicly available.

Parsers and Formats
Name Format(s) Model
Enju PTB, SD, SDC, CoNLL-X Biomedical
McCCJ PTB, SD, SDC, CoNLL-X Biomedical
Stanford PTB, SD, SDC, CoNLL-X Combination

Table: Parsers and the model and formats used. PTB: PennTreebank-style,
SD: Stanford Dependency-style and SDC: Collapsed SD.

•A variety of formats and parsers.
•Provided by the shared task organisers.
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Figure: Parsing pipeline architecture.

•Single shared pipeline between the parsers.
•Allow for interoperability.

Pipeline and documentation available at:
github.com/ninjin/bionlp_st_2013_supporting
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Figure: Example of annotations induced by MedPost.
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Figure: Example of annotations induced by BioLemmatizer.

•BioC: XML-format addressing tool/platform interoperability.
•Output of two systems supplied in this format.
•MedPost: shallow parser.
•BioLemmatizer: lemmatiser.
•Provided by members of the National Center for
Biotechnology Information.

Tool and documentation available at:
bioc.sourceforge.net

BioYaTeA
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Figure: Example of annotations induced by BioYaTeA.

•Modified version of the YaTeA term extractor.
•Terms, lemmas, parts-of-speech and constituent analysis.
•Two output formats: TSV-based and XML-based.
•Provided by members of the French National Institute for
Agricultural Research (INRA) and University Paris 13.

Tool and documentation available at:
search.cpan.org/~bibliome/Lingua-BioYaTeA/
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Figure: Example of annotations induced by Cocoa.

•Noun phrase-level entity annotations.
•More than 20 different semantic categories.
•Format compatible with the shared task.
•Provided by S. V. Ramanan of RelAgent Private Ltd.

Web API and documentation available at:
npjoint.com

Availability

Output of all the systems and additional links at:
2013.bionlp-st.org/supporting-resources
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